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Figure S1. Natural products with similar structural features [9] [10] [11] [12] [13] [14] [15] [16] Naseseazine A Asperazine 
Standards of L-Ile and L-allo-Ile, each derivatized with L-FDLA, were also analyzed by LCMS.
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Figure S7. Molecular modeling analysis
Low energy conformers were obtained using Schrödinger (MMFF, 10000 conformers examined). The low energy conformer for each compound was analyzed using Gaussian 09 for geometry optimization (B3LYP/6-31G(d,p)). Below are the four stereoisomers that were modeled. Only structure 1A fit the ROESY NMR data ( 1 H-1 H distance < 5 Å). 
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